The crystal structures of two (oxothiazolidin-2-ylidene)acetamides, namely (Z)-2-[2-(morpholin-4-yl)-2-oxoethylidene]thiazolidin-4-one, C 9 H 12 N 2 O 3 S, (I), and (Z)-N-(4-methoxyphenyl)-2-(4-oxothiazolidin-2-ylidene)acetamide, C 12 H 12 N 2 O 3 S, (II), are described and compared with a related structure. The Z conformation was observed for both the compounds. In (I), the morpholin-4-yl ring has a chair conformation and its mean plane is inclined to the thiazolidine ring mean plane by 37.12 (12) . In (II), the benzene ring is inclined to the mean plane of the thiazolidine ring by 20.34 (14) . In the crystal of (I), molecules are linked by N-HÁ Á ÁO hydrogen bonds, forming C(6) chains along the b-axis direction. The edge-to-edge arrangement of the molecules results in short C-HÁ Á ÁO and C-HÁ Á ÁS interactions, which consolidate the chain into a ribbon-like structure. In the crystal of (II), two N-HÁ Á ÁO hydrogen bonds result in the formation of C(8) chains along the b-axis direction and C(6) chains along the c-axis direction. The combination of these interactions leads to the formation of layers parallel to the bc plane, enclosing R 4 4 (28) rings involving four molecules.
Chemical context
Thiazolidine derivatives are of great biological importance due to their antidiabetic (Rizos et al., 2016) and antibacterial (Har & Solensky, 2017) activity. One such compound, namely (Z)-N-(2-chloro-6-methylphenyl)-2-(3-methyl-4-oxo-1,3-thiazolidin-2-ylidene)acetamide (ralitoline), has been found to be effective in a preclinical anticonvulsant evaluation (Lö scher & Schmidt, 1994) . In view of the importance of 2-(4-oxothiazolidin-2-ylidene)acetamides, the title compounds, (I) and (II), were synthesized and we report herein on their crystal structures. To date, the crystal structure of only one such compound, viz. (Z)-2-cyano-2-(4-oxo-3-phenyl-1,3-thiazolidin-2-ylidene)-N-phenylacetamide, (III), has been reported (George, 2012) .
Structural commentary
The molecular structures of the title compounds, (I) and (II), are illustrated in Figs. 1 and 2, respectively. Both compounds crystallize in the monoclinic space group P2 1 /c. The Z conformation about the C8 C9 bond is observed for both compounds and favours SÁ Á ÁO contacts of 2.6902 (18) and 2.738 (3) Å in (I) and (II), respectively. The morpholine ring in compound (I) adopts a chair conformation. The twist angle between the thiazolidine (S1/N2/C9-C11) and amide mean planes (O1/N1/C7/C8) is 10.71 (10) in (I) and 2.36 (14) in (II). In (II), the benzene ring plane is inclined to the mean plane of the thiazolidine ring by 20.60 (12) . The bond lengths ISSN 2056-9890 and angles in both compounds are similar to those observed for compound (III), mentioned above.
Supramolecular features
In the crystal of (I), molecules are linked by N-HÁ Á ÁO hydrogen bonds forming C(6) chains running parallel to the a-axis direction (Table 1 and Fig. 3 ). The dihedral angle between thiazolidine mean planes is 6.12 (7)
. There are three non-classical C2-H2AÁ Á ÁS1
i , C5-H5BÁ Á ÁO3 ii and C6-H6BÁ Á ÁO3
iii (Table 1 ) hydrogen bonds present, linking molecules to form ribbons propagating along [100]; Table 1 and Fig. 3 .
In crystal of (II), both amide moieties participate in the formation of N-HÁ Á ÁO hydrogen bonds (see Table 2 ). These two types of N-HÁ Á ÁO hydrogen bonds give rise to the formation of two independent C(8) and C(6) chains, running parallel to the b-and c-axes, respectively (see Figs. 4 and 5) . Here, the dihedral angle between the thiazolidine mean planes in the N1-H1Á Á ÁO3
i and N2-H2Á Á ÁO2 ii motifs is 79.21 (16) . The combination of these chain motifs generates a twodimensional network lying parallel to the bc plane. Each molecule acts as both a double donor and a double acceptor of N-HÁ Á ÁO hydrogen bonds. The molecules of (II) are linked into aggregated R 4 4 (28) tetramers, which serve as the building blocks of the layers (see Fig. 6 ).
Figure 1
The molecular structure of title compound (I), with the atom labelling. Displacement ellipsoids at the 50% probability level.
Figure 2
The molecular structure of title compound (II), with the atom labelling. Displacement ellipsoids at the 50% probability level. Table 1 Hydrogen-bond geometry (Å , ) for (I). 
Table 2
Hydrogen-bond geometry (Å , ) for (II). 
Database survey
A search of the Cambridge Structural Database (Version 5.38; Groom et al., 2016) for the 2-methylene-1,3-thiazolidin-4-one substructure gave nine hits. The compound that most closely resembles the title compounds is 2-cyano-2-(4-oxo-3-phenyl-1,3-thiazolidin-2-ylidene)-N-phenylacetamide (III) (NEYGUV; George, 2012) . Here the amide mean plane [C-C( O)-N] is inclined to the mean plane of the thiazolidine ring by 5.09 (16) , compared to 2.36 (14) in (II). The benzene ring is inclined to the to the mean plane of the thiazolidine ring by 38.10 (15) compared to 20.34 (14) in (II). In the crystal of (III), molecules are linked by N-HÁ Á ÁO hydrogen bonds, forming chains along the [010] direction. It should be noted that no crystal structures of 2-methylene-1,3-thiazolidin-4-one derivatives without a substituent at the N atom in position 3 of the thiazolidine ring were found.
Synthesis and crystallization
Thiazolidinones (I) and (II) were prepared from cyanoacetamides (see Fig. 7 ), by a previously described method (Obydennov et al., 2017) . Pyridine was added dropwise with stirring to cyanoacetamide (15 mmol) in a round-bottom flask until complete dissolution of the cyanoacetamide. 4-Dimethylaminopyridine (DMAP) (18 mg, 0.15 mmol) for (I), and mercaptoacetic acid (3.2 ml, 46 mmol) for (II), were added and the mixtures were refluxed for 12 h. They were then 1852 Galushchinskiy et al. cooled to room temperature and diluted with a 0.5 N HCl solution (5 ml). The precipitates formed of the 1,3-thiazolidinones, were filtered off. The crude products were additionally purified by refluxing a suspension of the thiazolidine in MeCN, followed by hot filtration. Colourless crystals of compounds (I) and (II) were obtained by slow evaporation of the respective compound in a solution of DMSO.
( (Z)-N-(4-Methoxyphenyl)-2-(4-oxo-1,3-thiazolidin-2-ylidene)acetamide (II). Yield 2.85 g (72%), white powder, m.p. 534-536 K. (Obydennov et al., 2017) . Elemental analysis for C 12 H 12 N 2 O 3 S; found, %: C 54.31; H 4.67; N 10.72; calculated, %: C 54.53; H 4.58; N 10.60.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 3 . For both compounds, the hydrogen atoms were included in calculated positions and refined using the riding model: C-H = 0.93-0.97 Å with U iso (H) = 1.5U eq (C-methyl) and 1.2U eq (C) for other C-bound H atoms. The NH H atoms were located in difference-Fourier maps and freely refined. Reaction scheme for the title compounds. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
i) −x+1, y+1/2, −z+3/2; (ii) x+1, −y+1/2, z−1/2; (iii) −x+1, y−1/2, −z+3/2.
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